Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.142; data-to-parameter ratio = 13.9.
In the title compound, C 18 H 18 O 4 , the six-membered chroman-4-one ring adopts an envelope conformation with the C atom bonded to the bridging CH 2 atom as the flap. The dihedral angle between the mean plane of the fused pyranone ring and the dimethoxy-substituted benzene ring is 89.72 (2) . In the crystal, adjacent molecules are linked via C-HÁ Á Á interactions.
Related literature
For the biological activity and pharmaceutical properties of chromenes(benzopyrans) and a similar structure, see: Jasinski et al. (2010) . For bond-length data see: Allen et al. (1987) . For ring conformations, see: Cremer & Pople (1975) Experimental Crystal data 
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.954, T max = 0.991 13379 measured reflections 2802 independent reflections 1955 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.142 S = 1.03 2802 reflections 201 parameters H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C11-C16 ring. Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004); data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012) and CAMERON (Watkin et al., 1993) ; software used to prepare material for publication: PARST (Nardelli, 1995) and WinGX (Farrugia, 2012) . supplementary materials Acta Cryst. (2013) . E69, o241 [doi:10.1107/S1600536813000925] 3-(3,4-Dimethoxybenzyl)chroman-4-one S. Shalini, C. R. Girija, Lalitha Simon, K. K. Srinivasan, T. V. Venkatesha and M. M. Jotani
Comment
Homoisoflavonones have wide spectrum of biological activity. In the past decades they are widely used as antifungal, antiviral, antimutagenic,antiproliferative, antioxidant, and protein tyrosine kinase (PTK) inhibitor activities (Jasinski et al., 2010) . Because of their wide range of pharmacological activity, the title compound (I) was synthesized and the crystal structure determined.
The bond distances and angles are found to have normal values (Allen et al., 1987) . The pyranone ring has adopted the envelope conformation (Cremer & Pople, 1975) No classical inter-or intra-molecular hydrogen bonds are observed. The packing of the title compound is stabilized into a three-dimensional network by C-H···π intermolecular interactions, which serve to link inversion-related sheets (Fig 2) .
Experimental
2′-Hydroxydihydrochalcone (0.1 g) was dissolved in ethanol (10 ml) and refluxed with paraformaldehyde (0.022 g) and 50% aqueous diethylamine (0.2 ml) for 7 hrs. Ethanol was distilled off and the residue was taken up in ethyl acetate. The ethyl acetate layer washed with water then with dilute HCl and finally with water. Ethyl acetate was distilled off and the oily residue was column chromatographed over silica using pet ether (7) 
Refinement
All H atoms were fixed geometrically and treated as riding with C-H = 0.95 Å (aromatic), 0.98 Å (methyl) or 0.99 Å (methylene) with U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (C methyl ).
Computing details
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004) ; program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012) and CAMERON (Watkin et al., 1993) ; software used to prepare material for publication: PARST (Nardelli, 1995) and WinGX (Farrugia, 2012) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-(3,4-Dimethoxybenzyl)chroman-4-one

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.29295 (5) −0.2335 (3) 0.08927 (7) 0.0703 (4) 
